INTRODUCTION

METHODS
1) Patient selection and study design
Retrospectively collected data from patients undergoing adult LDLTs using a right lobe graft in the Department HLA-C alleles were assigned to HLA-C1 or HLA-C2 groups, as defined by KIR specificity; a donor or recipient who typed solely as C2 was referred to as homozygous for C2 alleles (genotype C2/C2) whereas an individual who typed as C1 alone was referred to homozygous for C1 alleles (genotype C1/C1). The remainders were described as C1/C2 heterozygotes.
3) Killer cell immunoglobulin-like receptor typing
The KIR alleles were determined by polymerase chain reaction using sequence-specific primers (PCR-SSP) me- 
4) Statistical analysis
All numerical data are described as the mean and standard error or as the median and range. Chi-square tests were used to compare the clinical parameters according to serum ALT pattern. Multiple regression analyses were performed using proportional hazards models to identify the factors independently associated with serum ALT pattern to estimate the corresponding relative risks (RR) in 95% confidence intervals. In comparing the numbers of KIRs, independent t-test and Chi-square test were utilized.
Patient survival rates based on AR and serum ALT pattern were described with Kaplan-Meier curves and compared with the log-rank test. Statistical analysis was performed with SPSS (SPSS 15.0; SPSS Inc., Chicago, IL, USA) and results with a P value of ＜0.05 were considered significant. ALT pattern (P=0.000) (Fig. 1) .
2) The impact of KIRs and their ligands on serum ALT pattern
Of 319 donor/recipient pairs, we could obtain genetic Regarding the recipient's KIRs, certain differences were detected according to serum ALT pattern ( We acknowledge that our study has several limitations.
First, the small patient population, particularly in the genetic study, limits the generalization of the conclusion.
Also, the patient population in the genetic study is likely to be biased; only 1 patient had a HLA-C2/C2 allotype. 
